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MeTtadidakTopikn ‘Epeuva

EpyaoTrpio EpyaoTtnpiakrg Evdokpivoloyiag, Topéag EpyaoTtnpiakrig laTpikng,

MavemoTruio Kptng, ZxoAn larpikrg. Y11. Kab. Ap. Mapia-EAévn KapTrd.
MavemaoTnuioUtoAn Boutwyv, 70013 HpdkAcio (EAAGDQ).

http://www.med.uoc.gr/

= 2xeOIO0UOG EI0IKWV OVTOYWVIOTWY Tou JePBPavikol utrtodoxéa Twy avdpoyovwy, OXERT.

Emyeipnon 1 kKhadog Avwrarn Ekraideuon

AidakTopIkr AlaTpiBnA

EpyaoTrpio Epyaotnpiokig Evookpivoloyiag, Topéag Epyaotnpiokng laTpikAg,

MavemoTruio KpAtng, ZxoAn larpikng. Y1r. Kab. Ap. Mapia-EAévn KapTrd.
MavemaTnuioUutoAn Boutwyv, 70013 HpdikAeio (EAAGDQ).
http://www.med.uoc.gr/

= AveUpeon Kal PEAETN TOU UNXaviopou 8pdong VEWVY JIKPOUOPIAKWY OUCIWV TToU SEGUEUOVTAI OTO

MepBpaviko uttodoxéa Twv avopoyovwy, OXER1.

Emyeipnon 1 kKAadog Avwrarn ExTraidsuon

BonBd&c¢ lMpotrruyiakwy Epyactnpiwv Avopyavng Xnueiog
EpyaoTrpio Avépyavng Xnueiag, Mavemotuio KpATng, Turua Xnueiag.
Y. KaB. Ap. ABavaaoiog I. KoutaoAéhog kai EAeuBepia BapdaAaxdkn.
MavemaTnuioUutoAn Boutwyv, 70013 HpdikAgio (EAAGDQ).

http://eilotas.chemistry.uoc.gr/uocchem/

= [Mopaokeun kal AvOKUKAWGN XNUIKWY avTIdpAaTNnRiwy,
= EmiBAewn Twv TTPOTITUXIOKWY QOITNTWY,

= AidackoAia Bepdmwy avépyavng Xnueiag.
Emmixeipnon r) kAddog Avwrarn Extraideuon
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Zuppetoxn oc Mepduara oto Kévtpo Mupnvikwy Epsuvov-CEA
Commissariat a I' Energie Atomique (CEA). Y. KaB. Ap. Vincent Artero,

Cedex Grenoble, 38054 Grenoble ([aAAia).

http://www.cea.fr/Pages/le-cealles-centres-cea/grenoble.aspx

»  MeAETn VEWV KATOAUTWV YIa QUTOXNMIKI KOI NAEKTPOXNMIKA TTapaywyr] KaUoipou udpoydvou.

Emiyeipnon r kAGdog Avwrarn Extraideuon

MeTatrTuyxiokr Epyaaoia

EpyaoTrpio Bioavépyavng Xnueiag, MNavemotuio KpATNg, Tufua Xnueiag.
Y. Kab. Ap. ABavdaiog I. KoutooAéAog.

MavemaoTtnuioUTToAn Boutwy, 70013 HpdkAsio (EAAGDQ).

http://eilotas.chemistry.uoc.gr/uocchem/

= PwrokaTaAUTIKA TTapaywyn Hz ue yeTaAAOTTOP@UPIVEG.

Emmixeipnon ) kAddog Avwrarn Extaideuon

ArmAwpaTikr) Epyacia

EpyaoTrpio Bioavépyavng Xnueiag, MavemoTtAuio Kpntng, Turjua Xnueiog.
Y. KaB. Ap. ABavdoiog I'. KoutooAéAoG.

MavemoTnuioutroAn Boutwy, 70013 HpdkAcio (EAAGDQ)
http://eilotas.chemistry.uoc.gr/uocchem/

= 2(0vBeon Kal XOPOKTNPIOKOG VEWY TIOPPUPIVIKWV TTOPAYWYWV.

Emixeipnon ) kAGdog Avwrarn Extraideuon

MpakTikrl Aoknon
evikd Noookopegio Apahiadag, Turua Bioxnueiag — Mikpofiohoyiog.
Y. EuBupia Zaivaroudn, EuayyehioTpiag 122, 27200 Apahidda (EAAGSQ).

= Xnuikég — Bioxnuikég — MikpoBioAoyikeég AvaAUoEIG.

ETmixeipnon r) KAGO0G ApacTnPIOTNTEG OXETIKEG WE TNV QVOPWTTIVN UYEIQ Kl TNV KOIVWVIKA PEPIUVA

MpotrTuxiokdg BonBog EpyaoTtnpiou MevikAg Xnueioag

EpyaoTtipio Mevikig Xnueiag, MavemoTipio Kpritng, Tunua Xnueiag. Y. Ap. Z1mupidwy KopvrAiog.
MavemoTnuioutroAn Boutwy, 70013 HpdkAcio (EANGDQ).

http://eilotas.chemistry.uoc.gr/uocchem/

= [Mapaokeur XnuIKwyv AvTIOpaoTnpiwy.

Emmixeipnon i khadog Avwrarn Ekmraideuon
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EKIMAIAEYZH KAI KATAPTIZH [

(2021-ZAuepa)  MeTadIBAKTOPOS lATPIKAG ZXOANG ENM erimeo 10
MavemoTruio Kptng, MavemoTtnuiodtroAn Boutwy, 70013 HpdkAsio (EAANGSQ).

(2017-2021)  AIdBAKTOPAG lOTPIKNG ZXOAAG ENM emfmedo 10
MavemoTruio KpAtng, MavemoTtnuiodtroAn Boutwy, 70013 HpdkAsio (EAAGDQ).

(2014-2016)  Kdroxog MetatrTuyiakoU AimmAwpaTtog otnv Xnueia (9.83/10) ENM emimedo 7
MavemaoTruio KpAtng, MavemoTtnuiodtroAn Boutwy, 70013 HpdkAsio (EAAGDQ).

(2010-2014)  Amrégoitog TuRuatog Xnueiag (9.30/10) ENM emimeSo0 6
MavemoTrjuio Kptng, MavemoTtnuiodtroAn Boutwy, 70013 HpdkAsio (EAAGDQ).

(2006-2009)  AtrogoItog Aukeiou (19.1/20) ENMN emimedo 4
evikd Aukeio Zipdtoulou HAeiag, 27069 E@upa (EANGDQ).

(2003-2006)  AtrogoItog Nuuvaciou (19.3/20) ENM emimedo 2
lupvaoio Ziyémoudou HAeiag, 27069 E@Upa (EAAGDQ).

(1997-2003)  ATTOQOITOG ANPOTIKOU EMM emimedo 1
Anportiko ZxoAgio Podidg HAegiag, 27069 E@upa (EAAGDQ).

ATOMIKEZ AEZIOTHTEZ [

Mntpikr yYAwooa  EAnviké

Normrég YAwooeg KATANOHSH OMIAIA rPAGH
MpogopikA "parrTr (avéyvwon) Emmkoivwvia MpogopIkA ékepacn
AyyAiké (67 Cc2 Cc2 Cc2 C2
FaAké C2 Cc2 Cc2 Cc2 C2

Emitreda: A1 kai A2: Baoikdg xpriotng - B1 kai B2: Avegdptnrog xpriotng - C1 kai C2: EpTreipog XproTtng
NG E 6 TAgioio A . [AG

EmkovwviokEG OeEI0TNTEG  ETTIKOIVWVIOKEG OECIOTNTES TTOU OTTOKTHBNKAV KATA TNV JIGPKEIN TNG TITUXIAKNG EPYACIOG, TNG TIPOKTIKNG
doknong, TNG EPEUVNTIKAG £PYOCIOG TOU PETATITUXIOKOU, TNG EPEUVNTIKAG £pyaciag Tou SIBAKTOPIKOU

KaBWG Kai Twv BIEBVWIV GUVEDPIWV.

OpyavwrikEG / BIaXEIPIOTIKEG  OpyavwTIKEG Kal SIAXEIPIOTIKES IKAVOTNTEG TTOU OTTOKTABNKAV KaTd TV SIGpKEIa TG TITUXIAKAG £pyaACiag,
degiomreg NG TTPOKTIKAG AoKNoNng, TG B€ong Tou TrpotrTuxiakoU BonBou, Tou perarTuyiakou BonBou, Tng

UETATTTUXIOKNG £pYyaTiag Kal TNG SIBOKTOPIKNG EPEUVAG.
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= [vwon xpriong Kai opyAvwaong EPpYAcTNPIaKWY GUVONKWY,

= [von xpriong YeBOdwY XNUIKNAG oUvBeang,

= [vwon xpriong peBddwv TToIoTIKAG avaAuong,

= [vhon xpriong PeBGOwWYV TTOOOTIKAG avAAUGNG,

= [vwon xprong eacuatépeTpou padag (Maldi-TOF),

= [vwon xpriong acuatopwtopéTpou UV-Vis,

= [vwon xpriong oucTPATog KUKAIKAG BoATaueTpiag,

= [vwon xpriong acuatopérpou NMR,

* 'vion xpriong aépiag Kar UYprg XpuwaToypagiag,

= [vdon xprong BIoXNUIKWY avaAuTwy,

= [vwon xprong TTPoYPaUKATWY Kail uEBGBWY HOPIaKNG HOVTEAOTTOINONG,

= Tvwon xpriong Tpoypapudrwy QSAR (Quantitative Structure - Activity Relationship),
= [vwon xprong PeBodwy KUTTAPOKOANIEPYEIQG,

= [vdon xpriong PeBGOWV PETPNONG KAl UEAETNG EVOOKUTTOPIKWY PETAROAITWY,
= ['vwon XpAong MIKPOOKOTTIWY,

= [vwon xprong in vitro kai in silico peBodoAoyiwv.

AYTOA=IONOIHzH
Ens&spyﬂcla Emkoivwvia Anploupy o Acpdhieia ETn)\uqr]
Sedopévv Mepiexopévou TIPORANMGTWY

‘Eumeipog xpriomg | Eeipog xpromg ‘Epmeipog xpriaTng ‘Eumeipog xpriomg EuTreinog xpromg

Wnolakég degioTnTeC - Mivakag autoagioAdynong

MioTotoinmkd ammd 1o Turpa Xnueiag Tou MavemmoTtnuiou Kprg

= [vwon xpriong Twv gpyaAeiwv Microsoft Office™,
= [vwon xpriong Twv epyaleiwv OpenOffice™,

= [vwon xprong Twv TrpoypapudTwy MATLAB,

= [vwon xpriong Twv TrpoypappdTwy XRay,

= [vwon xprong Twv Trpoypaupdrwy GC,

= [vwon xprong Twv TrpoypappdTwy Origin,

= [vwon xpriong Twv TrpoypappdTwy BrukerNMR,
= [vwon xprong Twv TTpoypaupdrwy ChemDraw,
= Tvwaon xpriong Twv epyoAeiwv MicrosoftWorks™,

= [vwon xprong Twv TTpoypaupdTwy LabView,
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= [vwon xprong Twv TrpoypauudTwy QSAR,
= [vwon Xprong TTPoYyPOaUNATWY JOPIaKAG HOVTEAOTTOINONG,

= [vwon Xpriong Tou utreputtoAoyioTiKoU cuoTrpaTog Aris-GRNET.

2TPATIWTIKEG YTTOXPEWOEG  EKTTAApWON Twv OTPOTIWTIKWY UTTOXPEWCEWY TNV TTEpiodo améd 15/11/2021 éwg 15/11/2022 oto 547
Aepopetapepopevo Taypa Medikou, oto 545 AepopeTapepduevo Taypa MNedikou kar oTn ZXoAA EQédpwv
AgiwpaTikwyv Megikou (Z.E.ATN.) pe eidikéTTa NoonAgutA kai YraomoTn Tagidpyou.

NMPOZOETEZ NMNAHPO®OPIEZ u

TiunTikég dlakpioelg kal BpaBeia 1 Emxopriynon g Federation of American Societies for Experimental Biology (FASEB) e
OKOTTO TNV CGUMPHETOXNA 01O ouvédpIo “The Steroid Hormones and Receptors in Health and Disease,
FASEB-RRSH 2021”.

2. Xpnuatodotnon amoé 1o EBviké Aiktuo YTrodouwv TexvoAoyiag kai ‘Epeuvag yia xprion Tou
uttepuTiodoyioTiKoU guoTiuatog  Aris-GRNET, yia mreipduara pe 6éua: Natural Products on

OXER1: development of novel therapeutics for cancer and inflammatory diseases.

3. XpnuatodoTtnon yia TpdoBaocn otov utteputiodoyioTr| Joliot-Curie Rome, GENCI oto CEA
G MoAAiag, yia reipduara pe B€pa: Epitope vaccines based on the dynamics of mutated SARS-
CoV-2 proteins at all atom resolution a6 1o MNaveupwTaikd Tpdypauua: PRACE Support to
Mitigate Impact Of COVID-19 Pandemic.

4, EpeuvnTikd péAog Tng xpnupatodoTtolpevng, armd 1o EANvikS 18pupa Epeuvag kai Texvohoyiag
(ENAIAE.K.), épeuvag pe TiTAo: Deciphering the actions and pharmacological selectivity of the

novel lipid/steroid GPCR, OXER1 in inflammation and cancer.

5. Ymotpogia TnGg EAMnvikAg Etaipeiag Bioxnueiag & MopiokAg Bioloyiog ye okomd tnv
ouppeTtoxn oto 70° MNaveAArvio Zuvédpio Tng EEBMB.

6. Ytrorpogia oo 1o IKY (16pupa Kpatikwy YTTOTpo®Iwv) yia TNV EKTTOVNON TnG OISOKTOPIKAG
diatpifrg aTo TTAqicio «Evioxuan Tou avBpwimivou epeuvnTiKoU SUVOMIKOU PECW TNG UAOTTOINONG
OI00KTOPIKAG £peuvag», 2°5 KukAog 2ZTO TMAAIZIO TOY EMIXEIPHZIAKOY MPOIPAMMATOXZ
"ANAMTY=H ANOPQIMINOY AYNAMIKQOY EKIMAIAEYZH KAI AIABIOY MAGHZH".

7. Xpnuatodotnan omé 1o EBvikd Aiktuo YTrodouwv Texvohoyiag kal ‘Epguvag yia xprion Tou
uttepuTToAOyIoTIKOU cuotuatog  Aris-GRNET, yia mreipduara pe Béua: Natural Products on
OXER1.

8. AekT6G yia uttoTpogia aTtd To EAANVIKS 18pupa ‘Epeuvag kai Texvoloyiag (EAIA.E.K.) yia Tnv
€KTTOVNON TNG BIOOKTOPIKAG SIOTPIRAG.

9. BpapBeio Apioteiag 2017 atrd Tov TTOAmoTIKS GUAoyo Podidc.
10. MetaAANIo ApiaTeiag 2017 atrd Tov TTOAITIOTIKG GUAAOYO "Ekppaacng ZIUGTTOUAoU.

11. 1° BpoBeio amd v Royal Society of Chemistry yia Tnv kaAUTepn gpeuvnTKr £pyacia-
HpdkAeio, KpAtn, EAAGOa, 21 OkTwRpiou 2016.

12. Ytrorpogia PERSPECT H20 COST Action CM 1202 yia cuppeToxr| o€ dieBvEG ouvESpIo OTO
Milazzo, Itahia, Zemréuppiog 2016.
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13. Ymrorpogia PERSPECT H20 COST Action CM 1202 yia ouppeToxr o€ SiBVEG CuVEDPIO OTNV

Tarragona, lotravia, AttpiAiog 2016.
14. Ytrorpogia KAnpodotriparog Mapiag MixarA Mavaoodkn 2014-2015.

15. Ymrorpogia PERSPECT H20 COST Action CM 1202 yia cupuetoyr o€ dieBvEg GUVEDPIO OTO
Engelberg, EABeTtia, NoéuBpiog 2015.

16. Ymrorpogia PERSPECT H20 COST Action CM 1202 yia cupuetoyxr o€ dieBvEG GUVEDPIO OTO
Gdansk, MNoAwvia, Zemréuppiog 2015.

17. Ytotpogia PERSPECT H20 COST Action CM 1202 yia ouppeToxr) o€ Treipduara oto
Kévtpo Mupnvikwv Epeuviov-CEA — FaAAia.

18. 1% o€ BaBuooyia arrdPoITog Tou TurpaTog artd 1o 1987 (1050 atrdgoitor).

19. Mpwredoag Tou TUAPATOG XNUEiag KOTA TNV OPKWHOGTIa Twv TITUXIoUXwWV (loUAiog 2014).
20. Mpwreloag KaTd TNV EMAOYNA PETATITUXIOKWY QOITNTWV aTo TUAPa Xnueiag (loUAiog 2014).
21. Y1rotpogia kolvw@ehougs 15puparog |. Adton yia 1o Ak. ‘Etog 2012 — 2013.

22. YTrotpogia koivw@ehoug 1dpupaTog |. Adton yia 1o Ak. 'Etog 2011 —2012.

23. Bpaeio koivweehoug 1dpuparog |. Adran "Apiotol” (Avwrepog Babudg TTpéofaocng yia Tnv
TPITORABWIA ekTTaidEUON-Arpog Mnveiag), ZipdtouAo 2009.

24, 1° Bpafeio Eurobank EFG "H MeydAn Znyun yia Tnv MNaideia” (AvwTepog Babudg rpdafacng
yia Tnv TpImoRabuia ektraideuon) — Afpog MNnveiag, TpitroAn 2009.

25. Bpapeio Mpoddou Zx. Etoug 2008-2009 "Z0Aoyog Ekgppaon”, Afuog MNMnveiag, E@upa 2009.
26. ApioTeio kai BpaBeio Mpoddou Zx. 'Etoug 2008 — 2009 (BaBudg 19,1).

27. Bpapeio Mpoddou Zx. ‘Etoug 2007 — 2008 "XUAoyog Exepaon”, Arfuog MNnveiag, E@upa
2008.

28. ApioTeio kai BpaBeio Mpoddou Zyx. 'Etoug 2007 — 2008 (BaBudg 19,2).

29. 1° Bpaeio Zx. Alaywviouou Exmraideutnpiwv MEITONA (@éua: Zuyypaer] Mpayuareiag yia
v avadiopydvwaon Tng MupdtrAnktng HAgiog, ouppeTéxovteg pabnTég Twv Aukeiwv Tou N. HAgiag),
Mupyog 2008.

30. 1° Bpafeio koAiTepng €kBeong K.E.TA. Autikig EAAGOOg pe Bépa "Mia Bioiun
Emixeipnuarikn 10éa" (ZuppeTéxovreg pabnTég amo Ta Aukeia AuTikrig EAAGSag”, Marpa 2008.

31. Bpapeio Mpoddou Zy. Etoug 2006 — 2007 "ZUAoyog ‘Exkepacn”, Afpog Mnveiag, E@upa
2007.

32. ApioTeio kai BpaBeio Mpoddou . 'Etoug 2006 — 2007 (BaBudg 18,6).
33. ApioTeio kal BpaBeio Mpoddou . 'Etoug 2005 — 2006 (Badudg 19,3).
34. ApioTeio kal BpaBeio Mpoddou Zy. 'EToug 2004 — 2005 (BaBuog 18,5).
35. ApioTeio kal BpaBeio Mpoddou Zy. 'Etoug 2003 — 2004 (BaBuog 18,7).

36. 1° Bpapeio kAnpodotriuarog . ANe€avopr] (KoAltepn Zx. ékBeon Arjuou Mnveiag 2003),
Podia.
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Juvédpia 1. 72° MaveAivio Zuvédpio EMNvikAg Etaipeiog Bioxnueiag & Mopiakrig Biohoyiag, MNérpa
(EANGDQ), 2 — 4 AekepPpiou, 2022.

- The role of the membrane androgen receptor OXER1 in androgen induced calcium changes.
(Avaptnuévn epeuvnTIKn £pYOTIQ).

Athanasios A. Panagiotopoulos, Konstantina Kalyvianaki, Evangelia Konstantinou, George Notas,

Elias Castanas and Marilena Kampa.

- Identification of specific antagonists for the membrane receptor of androgens, OXER1.
(Mpoopikr| TTapouaCiaon EPEUVNTIKAG EPYOTIAG).

Athanasios A. Panagiotopoulos, Konstantina Kalyvianaki, Evangelia Konstantinou, Stergios A.

Pirintsos, George Notas, Elias Castanas and Marilena Kampa.

2. 9 MaveArvio Forum Néwv Emotnuévwy EAAnvikAg Etaipeiag Bioxnueiog & Mopiokrig
BioAoyiag, Marpa (EAAGDQ), 1 AekepBpiou, 2022. AvapTnEVEG EPEUVNTIKEG EPYOOIES.

- The role of the membrane androgen receptor OXER1 in androgen induced calcium changes.

Athanasios A. Panagiotopoulos, Konstantina Kalyvianaki, Evangelia Konstantinou, George Notas,

Elias Castanas and Marilena Kampa.
- Identification of specific antagonists for the membrane receptor of androgens, OXER1.

Athanasios A. Panagiotopoulos, Konstantina Kalyvianaki, Evangelia Konstantinou, Stergios A.

Pirintsos, George Notas, Elias Castanas and Marilena Kampa.

3. 13" International Meeting on Rapid Responses to Steroid Hormones (RRSH) 2022, Mapial
(FaAAia), 20-23 ZettrepBpiou, 2022. AvapTnuévn EpEUVNTIKA Epyaaia.

- The role of the membrane androgen receptor OXER1 in androgen induced calcium changes.

Athanasios A. Panagiotopoulos, Konstantina Kalyvianaki, Evangelia Konstantinou, George Notas,

Elias Castanas and Marilena Kampa.

4, The Steroid Hormones and Receptors in Health and Disease (12" RRSH), FASEB, 25-27
Maiiou, 2021. AvapTnuévn pEUVNTIKA EQYOTiaL.

- Testosterone and natural polyphenols are antagonists of OXER1- An in silico and in vitro

approach.

Athanasios A. Panagiotopoulos, Christina Papachristofi, Konstantina Kalyvianaki, Panagiotis

Malamos, Panayiotis A. Theodoropoulos, George Notas, Theodora Calogeropoulou, Elias Castanas

and Marilena Kampa.

5. 3. EFMC-ISMC & EFMC-YMCS Virtual Poster Session, 09 Zemrepppiou 2020. Avaptnuévn

EPEUVNTIKN Epyaaia.

- A simple open source bio-informatic methodology for initial exploration of GPCR ligands’

agonistic/antagonistic properties.

Athanasios A. Panagiotopoulos, Christina Papachristofi, Konstantina Kalyvianaki, Panagiotis

Malamos, Panayiotis A. Theodoropoulos, George Notas, Theodora Calogeropoulou, Elias Castanas
and Marilena Kampa.
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6. 70° MaveAvio Zuvédpio EAAnvikng Etaipeiag Bioxnueiog & Mopiakig BioAoyiag, ABriva
(EAAGBQ), 29 NoeuBpiou — 1 AekepBpiou, 2019. Avaptnuévn EpEUVNTIKN EpyaTia.

- Simulation of Ga proteins binding on GPCRs may predict ligands’ agonistic/antagonistic

properties.

Athanasios A. Panagiotopoulos, Christina Papachristofi, Konstantina Kalyvianaki, Panagiotis

Malamos, Panayiotis A. Theodoropoulos, George Notas, Theodora Calogeropoulou, Elias Castanas

and Marilena Kampa.

7. 7° MaveArvio Forum Néwv Emomnuévwy EAnvikAg Etaipeiag Bioxnueiog & Mopiokrig
BioAoyiag, ABrAva (EAAGBa), 28 NoepBpiou, 2019. AvopTnuévn EPEUVNTIKN EPYATiaL.

- Simulation of Ga proteins binding on GPCRs may predict ligands’ agonistic/antagonistic

properties.

Athanasios A. Panagiotopoulos, Christina Papachristofi, Konstantina Kalyvianaki, Panagiotis

Malamos, Panayiotis A. Theodoropoulos, George Notas, Theodora Calogeropoulou, Elias Castanas
and Marilena Kampa.

8. uvédpio Khivikng & MetagppaaTikig Oykoloyiag 2019 — HpdkAeio (EANGSQ), 14 — 15
NogpBpiou, 2019.

9. E.E.®.LLE. 2019 «H latpikiy AkpiBeiag otn Beparreia Tou kapkivou & n Movdda larpikAg
AxpiBeiag Kpritng» - HpdkAeio (EANGSa), 13 Maprtiou, 2019.

10. 69° MaveAvio Zuvédpio EAANvikng Etaipeiag Bioxnueiog & Mopiakng Biohoyiag, Adpioa
(EAAGBQ), 23 — 25 NogpBpiou, 2018. AvapTnuEVEG EPEUVNTIKEG EPYATIES.

- An in silico method for the identification of nuclear localization signal of cargo proteins.

Athanasios. A. Panagiotopoulos, Chara Polioudaki, Sotirios. G. Ntallis, Dimitris Dellis, George Notas,

Chistos. A. Panagiotidis, Panagiotis. A. Theodoropoulos, Elias Castanas and Marilena Kampa.
- Evidence for nuclear translocation of the membrane androgen receptor, OXER1.

Panagiotis Malamos, Athanasios. A. Panagiotopoulos, Konstantina Kalyvianaki, Chara Polioudaki,

Panagiotis. A. Theodoropoulos, George Notas, Elias Castanas and Marilena Kampa.
- A comparative study of the membrane androgen receptors OXER1, GPRC6A and ZIP9.

Konstantina Kalyvianaki, Athanasios A. Panagiotopoulos, Panagiotis Malamos, Eleni Moustou, Maria

Tzardi, Efstathios N. Stathopoulos, Georgios S. loannidis, Kostas Marias, George Notas, Panayiotis

A. Theodoropoulos, Elias Castanas and Marilena Kampa.

11. 111 International Meeting on Rapid Responses to Steroid Hormones (RRSH) 2018, AouBAivo
(Iphavdia), 04 — 06 ZetrrepPpiou, 2018. AvapTnuEVES EPEUVNTIKEG EPYATIEG.

- Evidence for nuclear translocation of the membrane androgen receptor, OXER1.

Athanasios. A. Panagiotopoulos, Panagiotis Malamos, Konstantina Kalyvianaki, Chara Polioudaki,

Panagiotis. A. Theodoropoulos, George Notas, Elias Castanas and Marilena Kampa.
- A comparative study of the membrane androgen receptors OXER1, GPRC6A and ZIP9.

Konstantina Kalyvianaki, Athanasios A. Panagiotopoulos, Panagiotis Malamos, Eleni Moustou, Maria

Tzardi, Efstathios N. Stathopoulos, Georgios S. loannidis, Kostas Marias, George Notas, Panayiotis
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A. Theodoropoulos, Elias Castanas and Marilena Kampa.

12. 19° Zuvédpio Metatruxiokwy dormntwv TuAuarog Xnueiag, HpdkAgio (EAAGDa), 02 — 04
Maiiou, 2017. Mapouaiaon epguvnTikig epyaciag — MpookekAnuévog OpIANTAG.

- @wroKaTAAUTIKN TTapaywyn Ha.

ABavdaiog A. Mavayiwtdrmoulog kai ABavdoiog I. KoutooAéAog.

13. EUROFILLERS POLYMER BLENDS 2017, HpdkAgio (EANGBQ), 23 — 27 Atrpidiou, 2017.

14. 22° TMaveAivio Zuvédpio Xnueiag, ©sooalovikn (EAMGBa), 02 — 04 AekepBpiou, 2016.
Mapouaciaon epeuvnTiKAG epyaaiag-NpookexkAnuévog OUIANTAG.

- QwrokaTaAuTIKA TTapaywyn Hz pe peraAAotrop@upiveg.

ABavdaiog A. MavayiwrérrouAog kai ABavaaiog I. KoutooAéAog.

15.  Athens Intemnational Catalysis Symposium (AICS 2016), ABriva (EAAGSa), 03 — 04 NoguBpiou,
2016. Mapouaiaon epeuvnTIKAG epyaciag — MpookekAnuévog OpIANTAG.

- Porphyrins and Cobaloximes: Molecular Photocatalytic Systems for Hydrogen Evolution.

Athanasios A. Panagiotopoulos, Kalliopi Ladomenou, Dongyue Sun, Vincent Artero and Athanassios

G. Coutsolelos.

16. The 2 Israel-Greece Joint Meeting on Nanotechnology and Bionanoscience, HpdkAgio
(EMGBQ), 25 — 27 Oxktwppiou, 2016. MNapouciaon epeuvnTiKAG epyaoiag — MMPpookekANUEVOG
OuIANTAG.

- Porphyrin Pt as catalyst and porphyrin Pd as photosensitizer: a novel catalytic system for

hydrogen evolution.

Athanasios A. Panagiotopoulos and Athanasios G. Coutsolelos.

17. "Organic & Perovsite Solar Cells Conference and MCWG Meetings of Cost Action MP1307",
HpdkAeio (EAAGDAa), 19 —21 OkTwfpiou, 2016. MNMapouaiaon epeuvnTiKAG £pyaciag — MpookekAnuévog
OpIAnTAG.

- Porphyrin Pt as catalyst and porphyrin Pd as photosensitizer: a novel catalytic system for

hydrogen evolution.

Athanasios A. Panagiotopoulos and Athanasios G. Coutsolelos.

18. International Symposium: Chemistry at the Interface of Biology and Medicine, HpdkAeio
(EAAGBQ), 23 — 26 ZeTrTepBpiou, 2016.

19. COST Action CM1202-Supramolecular Photocatalytic Water Splitting in connection with a
meeting of Working Groups 3 and 4 on the theme: Photoinduced charge transfer, separation, and
accumulation, Milazzo (Itahia), 04 — 06 XetrrepuBpiou, 2016. MNapoucioon epeuvnTIKAG epyaciag —

MpookekAnuévog OPIANTAG.
- Photocatalytic H2 production with metalloporphyrins and cobaloximes.

Athanasios A. Panagiotopoulos, Kalliopi Ladomenou, Dongyue Sun, Vincent Artero and Athanassios

G. Coutsolelos.

- Photocatalytic hydrogen production based on a water-soluble porphyrin derivative as
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sensitizer and a series of Wilkinson type complexes as catalysts.

Athanasios A. Panagiotopoulos, Efthymios Fasoulakis, Eleutheria Vardalachaki and Athanassios G.

Coutsolelos.

20. COST Action CM1202 Tarragona Training School and the Meeting of Working Groups 1 and
2, Tarragona (lomavia), 11 — 14 Ampihiou, 2016. [Mopouciaon epeuvnTIKAG €pyaoiag —
MpookekAnuévog OUIANTAG.

- Photocatalytic H2 production with metalloporphyrins.

Athanasios A. Panagiotopoulos and Athanasios G. Coutsolelos.

21. 18° Zuvédpio Metatrruyiokwyv PormTwyv Turuarog Xnueiag, HpdkAeio (EAAGDa), 26 — 27
Mapriou, 2016. MNMapouaiaon epguvnTikAg epyaciag — MNpookekAnuévog OpIANTAG.

- GwrokaTaAuTIKA TTapaywyn Hz pe peTaAAotrop@upiveg.

ABavdaiog A. MavayiwrérrouAog kai ABavaaiog I. KoutooAéAog.

22.  Joint Working Group Meeting of WGs 3 and 4: Novel experimental and theoretical tools to
describe the photophysics and photochemistry of supramolecular water splitting, Engelberg (EABeTia),

27 — 29 NoepBpiou, 2015. MNapouaioon epeuvnTikAG epyaciag — MpookekAnuévog OUIANTAG.
- Porphyrins and Cobaloximes: Molecular Photocatalytic Systems for Hydrogen Evolution.

Athanasios A. Panagiotopoulos, Kalliopi Ladomenou, Dongyue Sun, Vincent Artero and Athanassios

G. Coutsolelos.

23. 2 COST Action CM 1202 PERSPECT-H20 Meeting: Hydrogen Production, Gdansk
University of Technology (MoAwvia), 04 — 09 ZemrrepBpiou, 2015. Mapouaiaon gpeuvnTIKAG Epyaaciag
— MNpookexkAnuévog OpIANTIG.

- Porphyrin Pt as catalyst and porphyrin Pd as photosensitizer: a novel catalytic system for
hydrogen evolution.

Athanasios A. Panagiotopoulos and Athanasios G. Coutsolelos.

- The influence of the pyridine ligand on the sixth position of various cobaloximes on the
photochemical H2 production.

Athanasios A. Panagiotopoulos, Kalliopi Ladomenou, Dongyue Sun, Vincent Artero and Athanassios

G. Coutsolelos.

24. Solar Fuels: moving from materials to devices Early Career Researchers' Symposium, Imperial
College, Novdivo (Hvwpévo BaaiAeio), 06 loudiou, 2015. Mapouaciaon epeuvnrikAG epyaoiag —
MpookekAnuévog OPIANTAG.

- Porphyrin Pt as catalyst and porphyrin Pd as photosensitizer: a novel catalytic system for

hydrogen evolution.

Athanasios A. Panagiotopoulos and Athanasios G. Coutsolelos.

- The influence of the pyridine ligand on the sixth position of various cobaloximes on the

photochemical Hz production.

Athanasios A. Panagiotopoulos, Kalliopi Ladomenou, Dongyue Sun, Vincent Artero and Athanassios
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G. Coutsolelos.

25. Solar Fuels: moving from materials to devices SFN International Discussion Meeting, Royal
Society of Chemistry, Aovdivo (Hvwpévo BaaiAgio), 07 — 08 louAiou, 2015. Mapouaciaan epeuvnTIKig
epyaaiag — MNMpookekAnuévog OUIANTAG.

- Porphyrin Pt as catalyst and porphyrin Pd as photosensitizer: a novel catalytic system for

hydrogen evolution.

Athanasios A. Panagiotopoulos and Athanasios G. Coutsolelos.

= Méhog Tng Royal Society of Chemistry

= Mélog Tng EMnvikAg ETaipgiag Pappakoxnueiog

= MéAog TG European Federation for Medicinal Chemistry and Chemical Biology (EFMC-YSN)
= Méhog TnG EMnvikrig ETaipeiag Bioxnueiog kai Mopiakrig Biohoyiag

= Reviewer 010 d1gBVEG TTEPIODIKG XNpeiag "Macromolecules”

= PRACE Support to Mitigate Impact Of COVID-19 Pandemic

1. Recognition motifs for Importin 4 (LPPRS(G/P)P) and Importin 5 (KP(K/Y)LV) binding, by bio-

informatic simulation and experimental in vitro validation, Athanasios A. Panagiotopoulos*, Konstantina

Kalyvianaki*, Paraskevi K. Tsodoulou, Maria N. Darivianaki, Dimitris Dellis, George Notas, Vangelis
Daskalakis, Panayiotis A. Theodoropoulos, Christos A. Panagiotidis, Elias Castanas, Marilena Kampa,
Computational and Structural Biotechnology Journal, 2022, 20, 5952-5961. doi:
10.1016/j.csbj.2022.10.015. *Equal contribution. IF: 7.271. Citations: 1.

2. Importins involved in the nuclear transportation of steroid hormone receptors: In silico and in vitro

data, Konstantina Kalyvianaki*, Athanasios A. Panagiotopoulos*, Maria Patentalaki, Elias Castanas,

Marilena Kampa, Frontiers in Endocrinology, 2022, 13, 954629.
doi: 10.3389/fendo.2022.954629. *Equal contribution. IF: 3.675. Citations: 1.

3. From Traditional Ethnopharmacology to Modern Natural Drug Discovery: A Methodology Discussion

and Specific Examples, Stergios Pirintsos, Athanasios A. Panagiotopoulos, Michalis Bariotakis,

Vangelis Daskalakis, Christos Lionis, George Sourvinos, loannis Karakasiliotis, Marilena Kampa, Elias
Castanas, Molecules, 2022, 27 (13), 4060.

doi: 10.3390/molecules27134060. PMID: 35807306. IF: 4.927.

4. OXER1 mediates testosterone-induced calcium responses in prostate cancer cells, Athanasios A.
Panagiotopoulos, Konstantina Kalyvianaki, Burcin Serifoglou, Evangelia Konstantinou, George Notas,
Elias Castanas, Marilena Kampa, Molecular and Cellular Endocrinology, 2022, 539, 111487.

doi: 10.1016/..mce.2021.111487. PMID: 34634385. IF: 4.102. Citations: 2.

5. Natural polyphenols inhibit the dimerization of the SARS-CoV-2 main protease: the case of fortunellin

and its structural analogs, Athanasios A. Panagiotopoulos, loannis Karakasiliotis, Danai-Maria

Kotzampasi, Marios Dimitriou, George Sourvinos, Marilena Kampa, Stergios. A. Pirintsos, Elias
Castanas, Vangelis Daskalakis, Molecules, 2021, 26 (19), 6068.
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doi: 10.3390/molecules26196068. PMID: 34641612. IF: 4.411. Citations: 7.

6. New Antagonists of the Membrane Androgen Receptor OXER1 from the ZINC Natural Product
Database, Athanasios A. Panagiotopoulos, Konstantina Kalyvianaki, Stergios A. Pirintsos, George
Notas, Elias Castanas, Marilena Kampa, ACS Omega, 2021, 6 (44), 29664—29674.

doi: 10.1021/acsomega.1c04027. PMID: 34778638. IF: 3.512. Citations: 5.

7. ERao36—-GPER1 Collaboration Inhibits TLR4/NFkB-Induced Pro-Inflammatory Activity in Breast
Cancer Cells, George Notas, Athanasios A. Panagiotopoulos, Rodanthi Vamvoukaki, Konstantina

Kalyvianaki, Foteini Kiagiadaki, Alexandra Deli, Marilena Kampa, Elias Castanas, International
Journal of Molecular Sciences, 2021, 22 (14), 7603.

doi: 10.3390/ijms22147603. PMID: 34299224. IF: 5.923. Citations: 3.

8. p-cymene impairs SARS-CoV-2 and Influenza A (H1N1) viral replication: /n silico predicted interaction

with SARS-CoV-2 nucleocapsid protein and H1N1 nucleoprotein, Athanasios A. Panagiotopoulos,

Melpomeni Tseliou, loannis Karakasiliotis, Danai-Maria Kotzampasi, Vangelis Daskalakis, Nikolaos
Kesesidis, George Notas, Christos Lionis, Marilena Kampa, Stergios Pirintsos, George Sourvinos, Elias
Castanas, Pharmacology Research & Perspectives, 2021, 9:¢00798, 1-12. doi:
10.1002/prp2.798. PMID: 34128351. IF: 2.590. Citations: 9.

9. The sequence [EKRKI(E/R)(K/L/R/S/T)] is a nuclear localization signal for importin 7 binding (NLS7),
Athanasios A. Panagiotopoulos, Chara Polioudaki, Sotirios G. Ntallis, Dimitrios Dellis, George Notas,

Christos A. Panagiotidis, Panagiotis A. Theodoropoulos, Elias Castanas, Marilena Kampa, Biochimica
et Biophysica Acta (BBA) - General Subjects, 2021, 1865, 5, 129851.

doi: 10.1016/j.bbagen.2021.129851. PMID: 33482249. IF: 3.670. Citations: 6.

10. The natural polyphenol fortunellin is a dimerization inhibitor of the SARS-CoV-2 3C-like proteinase,

revealed by molecular simulations, Athanasios A. Panagiotopoulos, Danai-Maria Kotzampasi, George
Sourvinos, Marilena Kampa, Stergios. A. Pirintsos, Elias Castanas, Vangelis. Daskalakis, ARXIV, 2020,
(ARXIV: https://arxiv.org/abs/2007.07736). Citations: 2.

11. A simple open source bio-informatic methodology for initial exploration of GPCR ligands’

agonistic/antagonistic properties, Athanasios A. Panagiotopoulos, Christina Papachristofi, Konstantina

Kalyvianaki, Panagiotis Malamos, Panayiotis A. Theodoropoulos, George Notas, Theodora
Calogeropoulou, Elias Castanas, Marilena Kampa, Pharmacology Research & Perspectives, 2020,
8:e00600, 1-12.

doi: 10.1002/prp2.600. PMID: 32662237. IF: 2.590. Citations: 5.

12. Membrane androgen receptors (OXER1, GPRC6A AND ZIP9) in prostate and breast cancer: A

comparative study of their expression, Konstantina Kalyvianaki, Athanasios A. Panagiotopoulos,

Panagiotis Malamos, Eleni Moustou, Maria Tzardi, Efstathios N. Stathopoulos, Georgios S. loannidis,
Kostas Marias, George Notas, Panayiotis A. Theodoropoulos, Elias Castanas, Marilena Kampa,
Steroids, 2019, 142, 100-108.

doi: 10.1016/j.steroids.2019.01.006. PMID: 30707908. IF: 2.500. Citations: 25.

13. Eicosanoids in prostate cancer, Athanasios A. Panagiotopoulos, Konstantina Kalyvianaki, Elias
Castanas, Marilena Kampa, Cancer Metastasis Rev., 2018, 37, 237-243.
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doi: 10.1007/s10555-018-9750-0. PMID: 30078159. IF: 9.260. Citations: 15.

14. Photochemical hydrogen production and cobaloximes: influence of cobalt axial N-ligand on the
system stability, Athanasios A. Panagiotopoulos, Kalliopi Ladomenou, Dongyue Sun, Vincent Artero,
Athanassios G. Coutsolelos, Dalton Trans., 2016, 45, 6732-6738.

doi: 10.1039/C5DT04502A. PMID: 26978600. IF: 4.390. Citations: 76.

15. Photochemical hydrogen evolution using Sn-porphyrin as photosensitizer and a series of
Cobaloximes as catalysts, Georgios Landrou, Athanasios A. Panagiotopoulos, Kalliopi Ladomenou,
Athanassios G. Coutsolelos, J. Porphyrins Phthalocyanines, 2016, 20, 534-541.

doi: 10.1142/51088424616500243. IF: 1.816. Citations: 17.

16. Photocatalytic hydrogen production based on a water-soluble porphyrin derivative as sensitizer and

a series of Wilkinson type complexes as catalysts, Athanasios A. Panagiotopoulos, Efthymios

Fasoulakis, Eleutheria Vardalachaki, Athanassios G. Coutsolelos, J. Porphyrins Phthalocyanines,
2016, 20, 1-7. doi: 10.1142/S1088424616500905. IF: 1.618. Citations: 11.

17. Porphyrin Sensitized Evolution of Hydrogen using Dawson and Keplerate Polyoxometalate
Photocatalysts, Athanasios A. Panagiotopoulos, Antonios Douvas, Panagiotis Argitis, Athanassios G.
Coutsolelos, ChemSusChem, 2016, 22, 3213-3219.

doi: 10.1002/cssc.201600995. PMID: 27775226. IF: 8.470. Citations: 29.

= [MigTotroinTiké wneiokwy deglotATwy TG Google, 18/07/2017.

= [MoTtomoinon amd 10 EBvikd Aiktuo Ymodopwv Texvohoyiag kai ‘Epguvag yia xprion Tou
UTTEPUTTOAOYIOTIKOU ouoTripatog Aris-GRNET.

EAAnvika:

1. Apxég Zxediaopou kai AvamTugng Néwv Gappdkwy, ABavdaiog A. MavayiwTdmmoulog, EuayyeAia K.
KwvoTavtivou kai EuBupiog . ®acouldkng, larpikés Ekdoaeis Aitoag, 2021, apiBuog oehidwv: 176,
MavemoTnuiakd ouyypaupa. ISBN: 978-960-372-230-4. Kwdikdg BiBAiou otov Eudogo: 112698855.

2. Xnueia uaikwv MpoidvTwyv, ABavdaiog A. Mavayiwtdtouhog kal Avdpéag N. ABavaodkng, Exkddoeig
lMamadion, 2019, apiBuodg oeAidwy: 272, MavemoTnuiokd olyypaupa. ISBN: 978-960-456-495-8,
Kwdikog BiBAiou aTtov EUd00: 86192610.

3. AvalNuoeig KAivikiig Xnueiag, ABavdoiog A. Mavayiwtétmoulog, Exdoceis Znm, 2017, apiBudg
oehidwv: 320, MavemmoTnuiaks ouyypappa. ISBN: 978-960-456-495-8, Kwdikog BiAiou otov Eudoto:
68402021.
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4. Epyaotnpiakég Aoknoeig Bioxnueiag, ABavaaiog A. MavayiwrdtrouAog kai Mewpyia N. NikoAakdkou,
Exd6oeis Znm, 2017, apiBudg oehidwy: 296, MavemoTtnuiokd ouyypouua. ISBN: 978-960-456-496-5,
Kwdikdg BiBAiou oTtov Eudoto: 68406178.

ZevoyAwaooa:
1. Introduction to enzymes and biotechnology, Athanasios A. Panagiotopoulos and Efthymios G.
Fasoulakis, Lambert Academic Publishing, 2017, number of pages: 68, University textbook. ISBN: 978-

620-2-02486-0, EAN: 9786202024860.

2. Exercises For Biochemistry Laboratory |, Athanasios A. Panagiotopoulos, Georgia N. Nikolakakou
and Efthymios G. Fasoulakis, Lambert Academic Publishing, 2017, number of pages: 141, University
textbook. ISBN: 978-3-659-63944-9, EAN: 9783659639449.

3. Exercises For Biochemistry Laboratory Il, Athanasios A. Panagiotopoulos, Georgia N. Nikolakakou
and Efthymios G. Fasoulakis, Lambert Academic Publishing, 2017, number of pages: 145, University
textbook. ISBN: 978-620-2-06036-3, EAN: 978620206036-3.

4. Exercises For Biochemistry Laboratory Ill, Athanasios A. Panagiotopoulos, Georgia N. Nikolakakou
and Efthymios G. Fasoulakis, Lambert Academic Publishing, 2017, number of pages: 156, University
textbook. ISBN: 978-3-8454-3997-6, EAN: 9783845439976.

= Para-cymene analogues as anti-virals, GR-22-0002175198, UK-2002141.6, RF: 93.84.142364/01.
= Compounds useful as anti-viral agents, US-17/799,055, PCT/EP2021/053389.

© Eupwrraikr) ‘Evwon, 2002-2022 | http://europass.cedefop.europa.eu >eNida 14 /25



14/12/22

AIGBIKTUAKA ZEUIVAPIO

Bioypa@iké onueiwpa

1. Ligand-Based Drug Design and SAR Analysis, 22 louviou, 2020.

- MOEsaic / R-Group Profiles and Analysis / MMP Analysis / Similarity and Substructure Searching /
Descriptor Calculations / Conformational Searching / Molecular Alignments / Pharmacophore Modeling

and Searching.

2. Developability Assessment and Property Prediction by pH-Dependent Conformational

Sampling, 23 louviou, 2020.

- Antibody Modeling / Developability Assessment / Solubility and Aggregation Prediction / Titration, pl,
and pKa Calculation.

3. Organizing Protein Structural Families and Data Mining, 24 louviou, 2020.

- Moe Project / Specialized Protein Families / Project Search / Organizing and Centralizing Project Data
/ Protein Family Modeling.

4. Small Molecule Virtual Screening, 24 louviou, 2020.

- MOE Databases / Descriptors / Fingerprints / QSPR Modeling / Pharmacophore Modeling / Template-
Forced Docking / Scaffold Replacement / MedChem Transformations.

5. Computational Modeling of PROTAC-Mediated Ternary Complexes: Applications and Insight,
25 louviou, 2020.

- PROTAC / Targeted Protein Degradation / Temary Complexes / Protein-Protein Docking.
6. Cheminformatics and QSAR, 25 louviou, 2020.

- MOE databases / Calculated Descriptors / Fingerprints / QSAR Modeling / Binary QSAR / Similarity
Searching / Consensus Modeling.

7. Biologics: Protein Alignments, Modeling and Docking, 26 louviou, 2020.

- Protein Alignments and Superposition / Loop and Linker Modeling / Homology Modeling / Protein-
Protein Docking / Protein Solubility Analysis / 2D Hot Spot Mapping / PLIF / Biologics QSAR Modeling.

8. Developability Assessment and Property Prediction by pH-Dependent Conformational
Sampling, 07 louAiou, 2020.

- Antibody Modeling / Developability Assessment / Solubility and Aggregation Prediction / Titration, pl,
and pKa Calculation.

9. Computational Modeling of PROTAC-Mediated Ternary Complexes: Applications and Insight,
08 louAiou, 2020.

- PROTAC / Targeted Protein Degradation / Temary Complexes / Protein-Protein Docking.
10. Peptide Modeling, Conformational Searching and Docking, 09 louAiou, 2020.

- Structure preparation / Non-natural amino acids / Conformational searching / Distance restraints /
Peptide-protein docking / Protein-ligand interaction fingerprints.

11. Antibody Modeling and Protein Engineering, 05 AuyoucTou, 2020.

- Protein Engineering / Protein Properties / Developability / Hot Spot Analysis / Antibody Modeling /

Humanization / Molecular Surfaces.
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12. Organizing Protein Structural Families and Data Mining, 06 AuyouoTou, 2020.

- Moe Project / Specialized Protein Families / Project Search / Organizing and Centralizing Project Data

/ Protein Family Modeling.
13. Peptide Modeling, Conformational Searching and Docking, 07 AuyouoTou, 2020.

- Structure preparation / Non-natural amino acids / Conformational searching / Distance restraints /

Peptide-protein docking / Protein-ligand interaction fingerprints.

14. Drug Development Complemented: COSMO-RS Applications to Solubility & Cocrystals
Confirmation, 03 ZetrtepBpiou, 2020.

- Recent COSMO-RS applications in the context of rational drug development.

15. 31% MaveAARvio e-Zuvédpio Neupoloyiag, 03 — 06 Zetrreufpiou, 2020.

16. EFMC-ISMC First Time Disclosures & Late Breaking News, 07 — 08 Zemrreufpiou, 2020.
17. EFMC-ISMC & EFMC-YMCS Virtual Poster Session, 09 Zemrtepfpiou, 2020.

- A simple open source bio-informatic methodology for initial exploration of GPCR ligands’

agonistic/antagonistic properties.

Athanasios A. Panagiotopoulos, Christina Papachristofi, Konstantina Kalyvianaki, Panagiotis Malamos,

Panayiotis A. Theodoropoulos, George Notas, Theodora Calogeropoulou, Elias Castanas and Marilena

Kampa.
18. Virtual 7" EFMC Young Medicinal Chemists’ Symposium, 10 — 11 Zetrtepufpiou, 2020.

19. 15 Meeting of the European Association of Neuro-Oncology (EANO), 09 — 13 Zemrrepppiou,
2020.

20. Cryo-EM for Drug Discovery: Recent scientific results and practical considerations, Thermo
Fisher Scientific, 29 Zetrreuppiou, 2020.

21. 4" EFMC-YSN MedChemBioOnline, 29 Zsmrrepppiou, 2020.
22. 1t MercachemSyncom Digital Conference, 07 — 08 OkTwppiou, 2020.
23. Exploring New Modality Space by Precision Chemistry, 07 — 08 OkTtwfpiou, 2020.

- Recent advances in the new modality space, including targeted delivery, conjugates and molecular

glues.

24. Solvent Analysis for Lead Optimization, 13 OkTwfpiou, 2020.

- Solvent Analysis / 3D-RISM / Lead Optimization / Water Placement.

25. Protein Alignments and Homology Modeling, 14 OkTwfpiou, 2020.

- Homology Modeling / Loop Modeling / Loop Conformational Searching / Sequence Alignments /

Structure Superposition / Multimer Alignments and Superpositions.
26. Combinatorial Library Enumeration for Structure-Based Drug Design, 15 Oktwfpiou, 2020.

- Fragment Libraries / Reaction Databases / Library Enumeration / Pharmacophore Filters / Structure-

Based Drug Design.
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27. Protein-Protein Docking and Epitope Analysis, 20 OxTwfpiou, 2020.

- Protein-Protein Docking / Molecular Surfaces / Protein Patches / Interaction Fingerprints / Clustering /

Epitope Analysis.
28. In Silico Fragment-Based Drug Design: Approaches and Applications, 21 OkTwfpiou, 2020.

- Scaffold Replacement / Fragment Linking / R-Group Screening / Medicinal Chemistry Transformations

/ Fragment Libraries / Pharmacophore Models.
29. Applications of Pharmacophores in Drug Design, 22 OxkTwfpiou, 2020.

- Pharmacophore Modeling / Pharmacophore Consensus / Flexible Alignments / Pharmacophore

Searching / Protein-Ligand Interaction Fingerprints (PLIF).
30. Structure-Based Drug Design and Ligand Modification, 27 OkTwfpiou, 2020.

- Molecular Surfaces and Maps / Ligand Interactions / Docking / Ligand Optimization / Ligand Selectivity

/ Protein Alignments and Superposition.

31. Creating and Analyzing Focused Mutant Libraries for Protein Engineering, 28 OkTwfpiou,
2020.

- Inputting Multiple Sequence Data / Mutation Frequencies / Targeted Mutant Libraries / Protein

Engineering.

32. Revealing Conformational Behavior in Solution through NMR Data Analysis, 29 OkTwfpiou,
2020.

- Conformer Generation / LowModeMD / QM Refinement / Solution Conformer Distribution.
33. Mining of Biomolecular Data Through an Intuitive Web-Based Platform, 04 NogpBpiou, 2020.

- PSILO / Macromolecular repository / 3D query searching / Pocket similarity / Display electron density

/ Central repository / Specialized protein databases.

34. Reverse Fingerprints (I): Application to Structural Motif Detection and Atomic Activity
Contributions, 05 Noguppiou, 2020.

- Molecular Fingerprints / Structural Motif Detection / Pharmacophores / Toxicology / Fingerprint Bit

Score Visualization.

35. Reverse Fingerprints (ll): Fingerprints to Pharmacophore Queries, 11 NogpBpiou, 2020.
- Molecular Fingerprints / Consensus Models / Pharmacophore Elucidation / 3D Query Generation.
36. Mining Activity Data to Guide a Medicinal Chemistry Campaign, 12 NoguBpiou, 2020.

- MOEsaic / Activity Data Mining / SAR / Matched Molecular Pairs / R-group Analysis / R-group Profiling

|/ Free-Wilson Analysis / Compound Suggestions.
37. Protein-Protein Docking and Epitope Analysis, 17 Nogufpiou, 2020.

- Protein-Protein Docking / Molecular Surfaces / Protein Patches / Interaction Fingerprints / Clustering /

Epitope Analysis.
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38. Protein Engineering and Affinity Modeling, 18 NogpBpiou, 2020.
- Protein Engineering / Protein Properties / Developability / Hot Spot Analysis.
39. Antibody Modeling and Developability, 19 Nogufpiou, 2020.

- Protein Annotation / Protein Patches / Virtual Mutagenesis / Antibody Homology Modeling / Protein
Properties / Developability.

40. Applications of Pharmacophores in Drug Design, 23 NogpBpiou, 2020.

-Pharmacophore Modeling / Pharmacophore Consensus / Flexible Alignments / Pharmacophore
Searching / Protein-Ligand Interaction Fingerprints (PLIF).

41. Biologics: Protein Alignments, Modeling and Docking, 24 Nogupiou, 2020.

- Protein Alignments and Superposition / Loop and Linker Modeling / Homology Modeling / Protein-
Protein Docking.

42. 5t EFMC-YSN MedChemBioOnline, Artificial Intelligence applied to Medicinal Chemistry, 25
NogpBpiou, 2020.

43. Application of Docking and Fragment Replacement to Structure-Based Drug Design, 25
NogpBpiou, 2020.

- Docking / Pharmacophore Modeling / Fragment-Based Design / Scaffold Replacement / Protein-

Ligand Interaction Fingerprints (PLIF).

44. Creating and Analyzing Focused Mutant Libraries for Protein Engineering, 08 Aekeufpiou,
2020.

- Inputting Multiple Sequence Data / Mutation Frequencies / Targeted Mutant Libraries / Protein

Engineering.

45. From Structure to Dynamics Simulation: Workflow for Preparing, Running and Visualizing
MD Trajectories, 09 Askepfpiou, 2020.

- Structure Preparation / Force Field / Solvation / AMBER / NAMD / Visualization / Player.
46. Advanced Small Molecule Docking, 10 Aekeppiou, 2020.

-Structure Preparation / Protein Binding Site Visualization / Template-Based Docking / Covalent Docking

/ Pharmacophores / Protein-Ligand Interaction Fingerprints (PLIF) / Multiple Processor Calculations.
47. EFMC-Trends in Medicinal Chemistry Online Symposia (TIMCOS), 10 Askepppiou, 2020.

48. 7t NaveAAAjvio ZuvEdpio Tng EAANVIKiG Akadnuiag Neupo-avoooloyiag, 10 — 13 Askepppiou,
2020.

49. In Silico Fragment-Based Drug Design: Approaches and Applications, 16 Aekepppiou, 2020.

- Scaffold Replacement / Fragment Linking / R-Group Screening / Medicinal Chemistry Transformations

/ Fragment Libraries / Pharmacophore Models.
50. Biologics by Design (CCG — MOE), 28 lavouapiou, 2021.

51. Remote Control of G Protein-Coupled Receptor Function from the Extracellular Vestibule,
BioSolvelT, 15 AtmrpiAiou, 2021.
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51. Practical Guide: Set Up MOE High-Performance Computing on AWS Cloud, 20 AtrpiAiou,
2021.

- Webinar / Cloud / AWS / HPC / High-Throughput Screening / Large Scale Calculations / SLURM /

Amazon Cluster.

52. DrugSpace Symposium — Last Call and Speaker Line-Up, BioSolvelT, 21 — 22 AtmrpiAiou,
2021.

53. Solvent Analysis for Lead Optimization, 21 AmpiAiou, 2021.
- Webinar / Solvent Analysis / 3D-RISM / Lead Optimization / Water Placement.
54. Quantitative Predictions of Protein Solubility Using a QSPR Approach, 22 AtmrpiAiou, 2021.

- Virtual Workshop / Homology Modeling / Protein Properties Calculations / QSAR/QSPR Modeling /

Protein Patch Analysis.
55. UGM & Conference 2021, 19 — 20 Mdiiou, 2021.

- MOE / Biological Therapeutics / Protein Modelling / Protein Engineering / Small Molecule / SBDD /
LBDD / FBDD / Computational Chemistry / Medicinal Chemistry / Cheminformatics / Drug Discovery.

56. Influencing Gails protein Activity by Peptidic Guanine Nucleotide Exchange Modulators,
BioSolvelT, 15 AtrpiAiou, 2021.

57. 7 EFMC-YSN MedChemBioOnline, 25 Mdiiou, 2021.
- Epigenetics: The Road Towards a Polypharmacological Approach.

58. 15t Edelris Symposium on Affinity Selection-Mass Spectrometry in Drug Discovery, 02 — 03

louviou, 2021.
- High throughput approach technology for successful Hit generation in drug discovery.
59. Biologics: Protein Alignments, Modeling and Docking, 15 louviou, 2021.

- Virtual Workshop / Protein Alignments and Superposition / Loop and Linker Modeling / Homology
Modeling / Protein- Protein Docking.

60. The Application of Docking and Fragment Replacement to Structure-Based Drug Design, 16
louviou, 2021.

- Webinar / Docking / Pharmacophore Modeling / Fragment-Based Design / Scaffold Replacement /

Protein-Ligand Interaction Fingerprints (PLIF).
61. In Silico Fragment-Based Drug Design: Approaches and Applications, 17 louviou, 2021.

- Webinar / Scaffold Replacement/ Fragment Linking / Ligand Growing / R-Group Screening / Medicinal
Chemistry Transformations / Combinatorial Fragment Libraries / Pharmacophore Models / Fragment

Databases.

62. European Symposium on Organic Chemistry (ESOC 2021), Virtual Mini Symposium, 05 — 06
louAiou, 2021.
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63. Predicting CYP Selectivity, Reactivity, and Sites of Metabolism, 17 AuyoUoTou, 2021.

- Cytochrome P450 (CYP) / Oxidative Metabolism / Small Molecule Liabilites / Pharmacophore
Modeling.

64. Protein Engineering and Affinity Modeling, 18 AuyouUoTou, 2021.
- Protein Engineering / Protein Properties / Developability / Hot Spot Analysis.
65. Kinase Protein Family Searching and Molecular Docking, 19 AuyoUoTou, 2021.

- Protein Family Databases / Database Mining / Protein Annotations / Pharmacophore Modeling /

Docking / Protein-Ligand Interaction Fingerprints (PLIF) / MOE Project / Kinase Proteins.
66. Structure Refinement Using Electron Density and Solvent Analysis, 31 AuyouoTou, 2021.

- Structure Preparation / Sidechain Rotamer Exploration / Electron Density Maps / X-Ray / CryoEM /
Solvent Analysis with 3D-RISM.

67. Ligand-Based Drug Design and SAR Analysis, 01 Zemrteppiou, 2021.

- MOEsaic / R-Group Profiles and Analysis / MMP Analysis / Similarity and Substructure Searching /
Descriptor Calculations / Conformational Searching / Molecular Alignments / Pharmacophore Modeling

and Searching.

68. Protein Alignments and Homology Modeling for Biologics, 02 Zetrtepfpiou, 2021.

- Alignments and Superposition / Loop and Linker Modeling / Homology Modeling.

69. Receptor Pocket Similarity, 09 ZetrtepBpiou, 2021.

- Pocket Similarity / Pocket Search / Protein Families / Alpha Carbons / PLB score / Druggable Sites.
70. High-Throughput Screening with MOE, 16 ZetrtepBpiou, 2021.

- Cloud / HPC / High-Throughput Screening / Large Scale Calculations / Protein Alignments and
Superposition / Loop and Linker Modeling / Homology Modeling / Protein-Protein Docking / Small

molecule Docking / Pharmacophore Modeling / Fragment-Based.

71. EuroQSAR 2021 “European Symposium on Quantitative Structure-Activity Relationship”, 22
Temrrepfpiou, 2021.

- Virtual Screening Compound Libraries / Descriptors / QSAR / Drug Discovery.
72. UGM & Conference 2021, 22 — 23 ZemrrepfBpiou, 2021.

- MOE / Biological Therapeutics / Protein Modelling / Protein Engineering / Small Molecule / SBDD /
LBDD / FBDD / Computational Chemistry / Medicinal Chemistry / Cheminformatics / Drug Discovery.
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73. Small Molecule Virtual Screening, 05 Oktwfpiou, 2021.

- Virtual Screening Compound Libraries / Descriptors, Fingerprints and QSPR Modeling /

Pharmacophore Modeling / Template-based Docking / Compound Design.
74. Antibody Modeling and Developability, 06 OkTwfpiou, 2021.

- Protein Annotation / Protein Patches / Virtual Mutagenesis / Antibody Homology Modeling / Protein
Properties / Developability.

75. PSILO, 07 OkTwRpiou, 2021.

- Macromolecular Repository / 3D Query Searching / Pocket Similarity / Display Electron Density /

Central Repository / Specialized Protein Databases.

76. 2" Symeres Precision Chemistry Conference © Tools for Molecular Recognition and
Diagnostics”, 12 — 13 OkTwppiou, 2021.

- Macromolecular Repository / Pocket Similarity / Display Electron Density / Central Repository / Virtual

Mutagenesis.

77. SPICA 2021 “The Importance of Chromatography in the Development of Vaccines”, 14
OkTwppiou, 2021.

- MOE databases / Virtual Mutagenesis / Antibbody Homology Modeling / Protein Properties /
Developability.

78. Cheminformatics and QSAR, 19 OkTwfpiou, 2021.

- MOE databases / Calculated Descriptors / Fingerprints / QSAR Modeling / Binary QSAR / Similarity

Searching / Consensus Modeling.
79. Quantitative Predictions of Protein Solubility Using a QSPR Approach, 20 Oktwfpiou, 2021.

- Homology Modeling / Protein Properties Calculations / QSAR/QSPR Modeling / Protein Patch
Analysis.

80. Peptide Modeling and Docking, 21 OkTwfpiou, 2021.

- Structure Preparation / Protein-Peptide Interaction Analysis / Conformational Searching / Protein-

Peptide Docking / Protein-Ligand Interaction Fingerprints.
81. Structure-Based Drug Design and Ligand Modification, 02 Nogufpiou, 2021.

- Molecular Surfaces and Maps / Ligand Interactions / Docking / Ligand Optimization / Ligand Selectivity

/ Protein Alignments and Superposition.
82. Protein-Protein Docking and Epitope Analysis, 03 Nogufpiou, 2021.

- Protein-Protein Docking / Molecular Surfaces / Protein Patches / Interaction Fingerprints / Clustering /
Epitope Analysis.
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83. Reverse Fingerprints IV: Application to Motif Detection and Pharmacophore Query
Generation, 04 NogpBpiou, 2021.

- Molecular Fingerprints / Structural Motif Detection / Pharmacophore Queries / Fingerprint Bit

Visualization.

84. Free Energy Calculations with Thermodynamic Integration in MOE using AMBER, 16
Nogpppiou, 2021.

- Thermodynamic Integration / Free Energy Calculation / FEP / AMBER / Binding Affinity.

85. Developability Assessment and Property Prediction by pH-Dependent Conformational
Sampling, 17 NoepBpiou, 2021.

- Antibody Modeling / Developability Assessment / Solubility and Aggregation Prediction / Titration, pl,
and pKa Calculation.

86. Modeling PROTAC-Mediated Targeted Protein Degradation: Case Studies and Recent
Developments, 18 NoguBpiou, 2021.

- Targeted Protein Degradation / PROTACs / Ternary Complex Modeling / Protein-Protein Docking.

87. From Structure to Dynamics Simulation: Workflow for Preparing, Running and Visualizing
MD Trajectories, 30 Nogufpiou, 2021.

- Structure Preparation / Force Field / Solvation / AMBER / NAMD / Visualization / Player.

88. MOEsaic: Mining Activity Data to Guide a Medicinal Chemistry Campaign, 01 AskepBpiou,
2021.

- Activity Data Mining / SAR / Matched Molecular Pairs / R-group Analysis / R-group Profiling / Free-
Wilson Analysis / Compound Suggestions.

89. Protein Surface Charge and Hydrophobic Patch Analysis, 02 AekepBpiou, 2021.

- Protein Patch Analysis / Protein Interaction Hot Spots / Antibodies and Related Derivatives / Interaction
Sites / 2D Patch Depiction / Comparative Analysis / Key Active Regions.

90. Structure-Based Molecular Transformations, 09 Askeuppiou, 2021.

- Medicinal Chemistry Transformations / Bioisosteres / Lead Optimization / Ligand Ranking and Scoring

/ Structure-Based Design / Ligand Synthetic Accessibility.
91. Introduction to PSILO, 25 lavouapiou, 2022.

- Macromolecular Repository / 3D Query Searching / Pocket Similarity / Display Electron Density /
Central Repository / Specialized Protein Databases.

92. Protein Alignments and Homology Modeling for Biologics, 26 lavouapiou, 2022.

- Alignments and Superposition / Loop and Linker Modeling / Homology Modeling.
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93. Fragment-Based Drug Design: Scaffold Replacement, Fragment Linking, R-Group
Exploration and Bioisosteric Replacements, 27 lavouapiou, 2022.

- Scaffold Hopping / Fragment Linking / Ligand Growing / R-Group Screening / Medicinal Chemistry
Transformations / Pharmacophores / Fragment Databases.

94. Using Structures from Cryo Electron Microscopy for Drug Design, 03 ®¢fpouapiou, 2022.

- MOE / Cryo Electron Microscopy / Structure Preparation / Protonate3D / Electron Density / Protein
Geometry.

95. Structure-Based Molecular Transformations, 09 ®&Bpouapiou, 2022.

- Medicinal Chemistry Transformations / Bioisosteres / Lead Optimization / Ligand Ranking and Scoring

/ Structure-Based Design / Ligand Synthetic Accessibility.

96. Template-Guided Docking of Small Molecules to Explore R-Group Substitutions, 10
®deBpouapiou, 2022.

- Docking / Template Setup / Sketcher Integration / SMARTS Matches / Wildcards / SAR Analysis /

Kinase Database Mining / Structure Preparation / Pharmacophores.

97. Modeling PROTAC-Mediated Targeted Protein Degradation: Case Studies and Recent
Developments, 22 ®&f3pouapiou, 2022.

- Targeted Protein Degradation / PROTACs / Ternary Complex Modeling / Protein-Protein Docking.
98. Biologics By Design 2022 Symposium, 24 ®&fpouapiou, 2022.

- Biological Therapeutics / Protein Modelling / Protein Engineering / Antibody Modelling / Developability.
99. Protein Surface Charge and Hydrophobic Patch Analysis, 15 March, 2022.

- Protein Patch Analysis / Protein Interaction Hot Spots / Antibodies and Related Derivatives / Interaction
Sites / 2D Patch Depiction / Comparative Analysis / Key Active Regions.

100. Molecular Modeling in the Cloud: A Turnkey Solution for Scalable Simulations, 16 March,
2022.

- MOE / Molecular modeling / Cloud / PROTACs / Protein Degradation / Virtual Screening.
101. MOEsaic: Mining Activity Data to Guide a Medicinal Chemistry Campaign, 17 March, 2022.

- Activity Data Mining / SAR / Matched Molecular Pairs / R-group Analysis / R-group Profiling / Free-

Wilson Analysis / Compound Suggestions.

102. Antibody Modeling and Developability Assessment, 24 March, 2022.

- Antibody Modeling / Developability / Liability / Aggregation.

103. Kinase Protein Family Searching and Molecular Docking, 05 AtrpiAiou, 2022.

- Protein Family Databases / Database Mining / Protein Annotations / Pharmacophore Modeling /

© Eupwrraikr) ‘Evwon, 2002-2022 | http://europass.cedefop.europa.eu >eNida 23 /25



14/12/22

Bioypa@iké onueiwpa

Docking / Protein-Ligand Interaction Fingerprints (PLIF) / MOE Project / Kinase Proteins.

104. Reverse Fingerprints (IV): Application to Motif Detection and Pharmacophore Query
Generation, 06 AtrpiAiou, 2022.

- Molecular Fingerprints / Structural Motif Detection / Pharmacophore Queries / Fingerprint Bit

Visualization.
105. Easily Access, Analyze, and Manage AlphaFold Structures in PSILO, 07 AmrpiAiou, 2022.

- PSILO / AlphaFold Structures / Macromolecular Repository / Visualization / Pocket Similarity /
Specialized Protein Databases.

106. Fragment-Based Drug Design: Scaffold Replacement, Fragment Linking, R-Group

Exploration and Bioisosteric Replacements, 19 AtrpiAiou, 2022.

- Scaffold Hopping / Fragment Linking / Ligand Growing / R-Group Screening / Medicinal Chemistry

Transformations / Pharmacophores / Fragment Databases.
107. Peptide Modeling and Docking, 20 AmrpiAiou, 2022.

- Structure Preparation / Protein-Peptide Interaction Analysis / Conformational Searching / Protein-

Peptide Docking / Protein-Ligand Interaction Fingerprints.

108. Molecular Visualization and Publication-Quality Graphics in MOE, 21 AtrpiAiou, 2022.
- Molecular Graphics / Visual Effects / Publication-Quality Images.

109. Easily Access, Analyze, and Manage AlphaFold Structures in PSILO, 05 Mdiou, 2022.

- PSILO / AlphaFold Structures / Macromolecular Repository / Visualization / Pocket Similarity /

Specialized Protein Databases.
110. Molecular Visualization and Publication-Quality Graphics in MOE, 18 AuyoucTou, 2022.
- Molecular Graphics / Visual Effects / Publication-Quality Images.

111. Database AutoPH4: Pharmacophore Analysis of Multiple Protein Structures, 31 AuyouoTou,
2022.

- Automated Pharmacophore Generation / Binding Site Analysis / Protein Ensembles.
112. New and Enhanced Features in MOE 2022.02, 14 Zemrtepfpiou, 2022.

- Combinatorial Library Enumeration / MOEsaic Docking Calculations / scFv and Custom Antibody
Homology Models / GPU-Acceleration / Hydrogen Mass Repartitioning / Molecular Dynamics /
Thermodynamic Integration / Database Viewer Enhancements.

113. Antibody Modeling and Developability Assessment, 15 ZemrteuBpiou, 2022.

- Antibody Modeling / Developability / Liability / Aggregation.

© Eupwrraikr) ‘Evwon, 2002-2022 | http://europass.cedefop.europa.eu >eNida 24 /25



14/12/22

Bioypa@iké onueiwpa

114. New and Enhanced Features in Biologics in MOE 2022.02, 29 Xemrtepfpiou, 2022.

- scFv and Custom Antibody Homology Models / GPU-Acceleration / Hydrogen Mass Repartitioning /

Database Viewer Enhancements.
115. Easily Access, Analyze, and Manage AlphaFold Structures in PSILO, 20 OkTtwfpiou, 2022.

- PSILO / AlphaFold Structures / Macromolecular Repository / Pocket Similarity / Specialized Protein
Databases / Visualization.

116. MOE Database Viewer: Advanced Molecular and Data Visualization, 27 OkTwfpiou, 2022.

- Database Viewer / 2D, 3D, Carbohydrate and Sequence Displays / Plotting / Range and Rule-based
Coloring / Images and Graphic Objects.

117. Template-Guided Docking of Small Molecules to Explore R-Group Substitutions, 17
Noeguppiou, 2022.

- Docking / Template Setup / Sketcher Integration / SMARTS Matches / Wildcards / SAR Analysis /

Kinase Database Mining / Structure Preparation / Pharmacophores.

118. Introducing CLE: An Interactive Web-Based Combinatorial Library Enumerator, 30
Nogupiou, 2022.

- Combinatorial Library Enumeration / Reaction Sketching / Reagent and Product Filtering / Simple and

Multicomponent Reactions.

119. Structure-Based Charge Calculations for Predicting Properties and Profiling Antibody
Therapeutics, 14 Askepfpiou, 2022,

- Antibody Modeling / Developability / Aggregation / Viscosity / Clearance.
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